GENESIS: genome evolution scenarios.
We implemented a software tool called GENESIS for three different genome rearrangement problems: Sorting a unichromosomal genome by weighted reversals and transpositions (SwRT), sorting a multichromosomal genome by reversals, translocations, fusions and fissions (SRTl), and sorting a multichromosomal genome by weighted reversals, translocations, fusions, fissions and transpositions (SwRTTl). Source code can be obtained by the authors, or use the web interface http://www.uni-ulm.de/in/theo/research/genesis.html.